

























◊✲ᡂᯝࡢᴫせ㸸  ㌿෗㓝⣲ RNA ࣏࣓࣮ࣜࣛࢮࡢ㌿෗ᑐ㇟㑇ఏᏊ⩌ࡢ㑅ᢥࡣࠊ㌿෗ᅉᏊ࡜ࡢ
┦஫స⏝࡟ࡼࡗ࡚Ỵᐃࡉࢀࡿࠋ⣙ 300 ✀㢮ࡢ኱⭠⳦㌿෗ᅉᏊࡢ࠺ࡕࠊ⣙ 100 ✀ࡣไᚚᶵ⬟ᮍ▱





                               㸦㔠㢠༢఩㸸෇㸧 
 ┤᥋⤒㈝ 㛫᥋⤒㈝ ྜ ィ 
㸰㸮㸮㸴ᖺᗘ 5,500,000 1,650,000 7,150,000 
㸰㸮㸮㸵ᖺᗘ 4,800,000 1,440,000 6,240,000 
㸰㸮㸮㸶ᖺᗘ 5,000,000 1,500,000 6,500,000 
ᖺᗘ    
  ᖺᗘ    













































◊✲ㄢ㢟ྡ㸦ⱥᩥ㸧 Identification of Regulation Targets and Analysis of  
  Regulation Modes by Uncharacterized Transcription Factors from Escherichia coli 
◊✲௦⾲⪅ 





























ࡓ Genomic SELEX ἲ࡛ࠊྛ㌿෗ᅉᏊࡀㄆ㆑⤖ྜࡍ
ࡿ DNA ሷᇶ㓄ิࢆỴᐃࡍࡿࠋ 
㸦㸱㸧㌿෗ᅉᏊ⤖ྜ㒊఩࡟㞄᥋ࡍࡿ㑇ఏᏊ⩌ࡢヨ










































































ࠝ㞧ㄅㄽᩥ 㸦ࠞィ 46 ௳㸧 
 
① Shimada, T., Yamamoto, K. and 
Ishihama, A.:  Involvement of 
leucine-reponse transcription 
factor LeuO in regulation of the 
genes for sulfa-drug efflux. J. 
Bacteriol. 191, in press (2009) [ᰝ
ㄞ᭷] 
 
② Hasegawa, A., Ogasawara, H., Kori, A. 
and Ishihama, A.: AllR is the 
Global  Regulation of Tanscription
RNA polymerase 
   core enzyme
Transcription 
   apparatus
Genes under control 
of each transcription  
         apparatus
Global  Regulation of Genome Tanscription
r ri ti  
   r t
    2,000  
molecules
       300 
transcription  
    factors





















Functional Differentiation of E. coli RNA Polymerase








A total of 2000 molecules of RNA polymerase functionally differentiates  
after interaction with one of seven sigma factors (1st step) and one (or two) of 
about 300 transcription factors (2nd step).  The ratio of differentiated RNA 
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